HRAS ® xp

005334.1

KRAS ®Exp

004976.2

MRAS & np

036351.3

NRAS ®unp
RIT1 ®up

002515.1

008843.1

RRAS2E4 np

036382.2

HRAS e

005334.1

KRAS NP

004976.2

MRAS 8 xp

036351.3

NRAS & unp
RIT1T e

002515.1

008843.1

RRAS28 xp

036382.2

HRAS & xp

005334.1

KRAS Exp

004976.2

MRAS & xp

036351.3

NRAS & xp
RIT1 e

002515.1

008843.1

RRAS28 np

036382.2
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P-loop Switch | Switch I

(HRAS 10-17) (HRAS 25-40) (HRAS 57-64)
Mo T EYKLVVVGAGGVGKSALTIQLIONHFVDEYDPTIEDSYRKQVVIDGETCLLDILDTAGQEEYSA
Mo T EYKLVVVGAGGVGKSALTIQLTIONHFVDEYDPTIEDSYRKQVVIDGETCLLDILDTAGOEEYSA
MATSAVPSDNLPT -YKLVVVGDGGVGKSALTIQFFQKIFVPDYDPTIEDSYLKHTEIDNQWAILDVLDTAGQEEFSA
Moo € EYKLVVVGAGGVGKSALTIQLTIONHFVDEYDPTIEDSYRKQVVIDGETCLLDILDTAGOEEYSA

MDSGTRPVGSCCS[ 7 ] EYKLVMLGAGGVGKSAMTMQF ISHRFPEDHDPTIEDAYKIRIRIDDEPANLDILDTAGOAEFTA

MAAAGWRDGSGQE KYRLVVVGGGGVGKSALTIQFIQSYFVTDYDPTIEDSYTKQCVIDDRAARLDILDTAGOEEFGA

MRDQYMRTGEGFLCVFAINNTKSFEDIHQYREQIKRVKDSDDVPMVLVGNKCDLA-ARTVESRQAQDLARSYGIPYIETS
MRDQYMRTGEGFLCVFAINNTKSFEDIHHYREQIKRVKDSEDVPMVLVGNKCDLP-SRTVDTKQAQDLARSYGIPFIETS
MREQYMRTGDGFLIVYSVTDKASFEHVDRFHQLILRVKDRESFPMILVANKVDLMHLRKITREQGKEMATKHNIPYIETS
MRDQYMRTGEGFLCVFAINNSKSFADINLYREQIKRVKDSDDVPMVLVGNKCDLP~-TRTVDTKQAHELAKSYGIPFIETS
MRDQYMRAGEGFIICYSITDRRSFHEVREFKQLIYRVRRTDDTPVVLVGNKSDLKQLRQVTKEEGLALAREFSCPFFETS
MREQYMRTGEGFLLVFSVTDRGSFEEIYKFQRQILRVKDRDEFPMILIGNKADLDHQROQVTQEEGQQLARQLKVTYMEAS
HRAS 145-156

AK-TROGVEDAFYTLVREIRQH - —=—=—=——- KLRKLNPPDESGPGCMSCKCVLS 189
AK-TROGVDDAFYTLVREIRKH - —====—- K-EKMSKDGKKKKKKSKTKCVIM 188
AKdPPLNVDKAFHDLVRVIRQ-[ 1] IPEKSQKKKKKTKWRGDRATGTHKLQCVIL 208
AK-TROGVEDAFYTLVREIRQY  —====—- RMKKLNSSDDGTQGCMGLPCVVM 189
AA-YRYYIDDVFHALVREIRRK|[ 4 | VLAMEKKSKPKNSVWKRLKSPFRKKKDSVT 219
AK-TRMNVDOAFHELVRVIRKF [ 7 ] SPEPTRKEKDK—===—==—— KGCH---CVIF 204
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Hras ref INP_005334,11
NrAas ref INP_002515,11
kras ref INP_004976.21
vRrAs ref INP_036351,31
rrAas2 ref INP_036382.21
riT1 refINP_008843,.11

Consensus

HRAS ref INP_005334,11
NRAS ref INP_002515,11
KRAS ref INP_004976.21
MRAS ref INP_036351.,31
RRAS2 ref INP_036382.21
RIT1 reflNP_008843,.11

Consensus

Switch I

(HRAS 57-64)

Switch |

(HRAS 25-40)

P-loop
(HRAS 10-17)
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MTEYKLYVVGAGGYGKSAL TIOL TONHEYDEYDPT IEDSYRKQYYIDGETCLLDILDTAGOEEYSAMRDOYHRTGEGFLCYFAINNTKSFEDIHOYREQIKRVKDSDDYPHY
MTEYKLYVVGAGEYGKSAL TTOL TONHFYDEYDPT IEDSYRKOYYIDGETCLLDILDTAGOEEYSAMRDOYHRTGEGFLCYFATNNSKSFADINL YREQIKRVKDSDDYPHY
MTEYKL YYYGAGGYGKSAL TTOL TONHFYDEYDPT IEDSYRKQYYTDGETCLLDILDTAGOEEYSANRDOYHRTGEGEL CYFATNNTKSFEDTHHYREQIKRYKDSEDYPHY

HATSAYPSDHLPTYKLYYYGDGGYGKSALTIOFFOKIFYPDYDPTIEDSYLKHTEIDNOHAILDYLDTAGOEEFSANREQYHRTGDGFLIVYSYTDKASFEHYDRFHOLILRYKDRESFPHI
HAAAGHRDGSGOEKYRLYVYYGGGGYGKSALTIOFIOSYFYTDYDPTIEDSYTKQCYIDDRAARLDILDTAGOEEFGANREOYHRTGEGFLLYFSYTDRGSFEEIYKFOROILRYKDRDEFPHI
HDSGTRPYGSCCSSPAGLSREYKLYHLGAGGYGKSAMTHOF ISHRFPEDHDPTIEDAYKIRIRIDDEPANLDILDTAGOAEF TAHRDOYHRAGEGFIICYSITDRRSFHEVREFKOLIYRYRRTDDTPYY
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KLRKLNPPDESGPGCHSCKCYLS

LYGNKCDLA-ARTYESROAGDLARSYGIPYIETSAKTR-AGYEDAFYTLYREIRGH
LYGNKCDLP-TRTYDTKOAHELAKSYGIPFIETSAKTR-OGYEDAFYTLYREIRAY RHKKLNSSDDGTOGCHGLPCYYH
LYGNKCDLP-SRTYDTKOAGDLARSYGIPFIETSAKTR-OGYDDAFYTLYREIRKH K-EKHSKDGKKKKKKSKTKCYIH
LYANKYDLHHLRKITREQGKEHATKHNIPYIETSAKDPPLNYDKAFHDLYRYIRAAIPE~=~~~ KSOKKKKKTKHRGDRATGTHKLACYIL
LIGNKADLDHORAQYTQEEGOALARALKYTYHEASAKIR-HNYDOAFHEL YRYIRKFOQEQ===~-~ ECPPSPEPTRKEKDKK-GCH---CYIF
LYGNKSDLKQLRQYTKEEGLALAREFSCPFFETSARYR-YYIDDYFHALYREIRRKEKEAYLAHEKKSKPKNSYHKRLKSPFRKKKDSYT
L!gNK.DL...R.!t.e#g, . $Ar, . . ipZiEtSAk.r... ' #daFh,LYReIR, .. ccveeeeseekokkeoo. dk, . g. . k. .c¥i,

HRAS 145-156




