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Original ACMG Summary
Located in a mutational hot spot and/or critical and well-established functional domain (e.g. active site of an enzyme) without benign variation.
[bookmark: _Hlk216445154]Caveat: Variant must not meet BS1, BS2, or BA1 criteria.
VCEP Specifications:
Moderate Specification: 
Applicable for variants in the DNA binding forkhead domain (amino acids 270-367), which is a well-established functional domain (Newman et al., 2020; PMID: 31914405) of FOXN1 with low tolerance for benign variation.
Caveat: Variant must not meet BS1, BS2, or BA1 criteria.
Modification Type:
Gene-specific


