ClinGen Pulmonary Hypertension Expert Panel Specifications to the ACMG/AMP Variant Interpretation Guidelines Version [Version 3]
This version specified for the following genes: 
[bookmark: _gjdgxs]Expert Panel Page: https://www.clinicalgenome.org/affiliation/#####
[bookmark: _fbspxkwqnas]
Point-based system for variant classification
The VCEP has adopted a modified version of the Bayesian points system for evidence code combinations developed by Tavtigian et al (2020 PMID 32720330). Likely benign is defined as -2 to -6 instead of -1 to -6.
We note that variants meeting BA1 are automatically classified as benign without assessing other evidence for or against pathogenicity and are therefore not part of the point system.
Table. 2 from Tatigian et al 2020. Point values for ACMG/AMP strength of evidence categories.
	Evidence
	Point scale

	Strength
	Pathogenic
	Benign

	Indeterminate
	0
	0

	Supporting
	1
	-1

	Moderate
	2
	-2

	Strong
	4
	-4

	Very strong
	8
	-8



Table 3 from Tatigian et al 2020 modified: Point-based variant classification categories.
	Category
	Point ranges

	Pathogenic
	>=10

	Likely pathogenic
	6 to 9

	Uncertain
	-1 to 5

	Likely benign
	-2 to -6

	Benign
	<=-7
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